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Score: 99 

rented: [ /ebi/extserv/ clustalw- work/ interact! ve/clustalw~ 



Scare: 31068 



SEQ 18 4 

G_ k a a s t o p h i 3, u s 



HVTKEQKERFL I LLEQLKMTS DEWMPHFREAAIRKVVI DKEEKSWH FYFQ 50 

MML-RG E QT D VMVTKE QKE R FL I LL EQ LKM T 3 DE PH FR E AA I RKV V I D KE EKS W H FY FQ 60 

********************* ************ 



r ****** nl 



S£Q_18 4 

G_kaus tophi lus 



FDNVLPVHVYKTFADRLQTAFRHIAAVRHTMEVEAPRVTEADVQAYWPLCLAELQEGMSP 110 
FDNVLPVHVYKTFADRLQTAFRHIAAVRHTMEVEAPRVTEADVQAYWPLCLAELQEGMSP 120 

Sr * * * 4 * * * * * * * * * * * * * - * * * * * * ********************** 



********* * * ^ 



SEQ_18 4 

G_kaustoph.il us 



LVDWLSRQTPELKGNKLLWARHEAEALAIKRRFAKKIADVYASFGFPPLQLDVSVEPSK 17 0 
LVDWLSRQTPELKGNKLLWARHEAEALAIKRRFAKKIADVYASFGFPPLQLDVSVEPSK 180 

* ******** ************ ************ * * * * * 



*******************! 



SEC^..18 4 

G_ kaus tophi 1 us 



QEMEQ FLAQKQQE DEERALAVLT DLAREE EKAAS A P P S G P LV I G Y P I RDEE P VRRL ET I V 230 
Q EMEQ FLAQKQQE DE ERALAV LTD L ARE E EKAAS AP PSG PL V I G Y P I R DE El P V R RLET 1 V 240 

k * * * * * * * * * * * - * * * * * * * * * -A * * * * * * * * * * * ******* 



*****************.; 



SEQ_18 4 

G_kaus tophi lus 



E EE RRV VVQG Y V FDA E V S EL KS G RTL L TMK I T D Y T NS I LV KM FS R D KE DA.E LMS G VKKGM 2 90 
EEERRWVQG YVFDAE VS ELKS GRTLL TMKI T DYTN S I LVKMFS RDKE DAELMS GVKKGM 30 0 



SEQ_18 4 

G^kaus tophi lus 



WVKVRGSVQNDTFVRDLVIIANDLNEIAANERQDTAPEGEKRVELRLHTPMSQMDAVTSV 350 
WVKVRGSVQNDTFVRDLVIIANDLNEIAANERQDTAPEGEKRVELHLHTPMSQMDAVTSV 3 60 

******** -A *********** ******* ********************************* 



3EQ_I8 4 

G kaus tophi 1 us 



TKL I EQAKKWGHPAI AVT DKAVVQS FPEAY SAAKKHGMKV I Y GLEAN I VDDG VPI AYNET 4.1.0 

TKLIEQAKKWGHPAIAVTDHAWQSFPEAYSAAKKHGMKVIYGLEANIVDDGVPrAYNET 420 
*************************************************** *******^* 



SEQ_184 

G_ kaus tophi lus 



HRRLSEET YVYFDV ETTGLSAV YNTI I ELAAVKVKDGE 1 1 DRFMS FANPGK PLS VTTMEL 4 70 
HRRLSEET YVVFDVETTGLSAVYNT I IELAAVKVKDGE I I DRFMS FANPGH PLSVTTMEL 4 80 
* * * * * * ****** * * * * * * * * * ************** * ************************ 



SEQ 18 4 

G kau st oph.il us 



TG I T DEMVKDA PK P DEVLAR FVDWAG DATLVAH HAS FD I G FLNAGLA RMG RGK I AN P V I D 5 30 

TG I T D E M V KDAPK P DE V LAP; F V DW AG DAT L V A H N A S F 0 1 G F.LNT G LA RMG RG K I AM P V 1 D 54 0 
******************************** * * * * *******. * * * *. * * * * * ****** * 



SEQ_184 

G_ k a u s t oph i 1 u s 



TLELARFLYPDLKNHRLNTLCKKFDIELTQHHRAI YDAEATGHLLMRLLKEAEERGI LFH 590 
TLELARFL YPDLKNHRLNTLCKKFDI ELTQHHRAI YDAEATGHLLMRLLKEAEERG 1 LFH 600 

k * * * * * * * * * * * * * * ********************** 



^ ******************* ^ 



SEQ 184 DE L N S R T H S E AS Y R LA R p FH VT L L AQNE T GL KN L FKL V S LS H 1 0 Y FH R V P R I P RS V L V KP 650 

G kaustophilus DELNSRTHSEAS YRLARP FKVTLLAQNETGLKHLFKLVSLSH IQY FHRV PR I PRS VLVKH 660 

****** * * * * * * * * * * * * * * * * * * * * * * ****** * * *• ******** * * * * * * * * * * * ^ * * ^ 



> E Q 184 RDGLLVGSGCDKGELFDNLI QKAPEE VED IARFYDFIJSVH PPDVYKPL I EMD Y VKDEEMI 7 1 () 

G_kaustophilus R DGL L VG S GC D KGE L F DM L I QKA P E EVE D I AR FY D FLE V H P P D V Y K PL I EM D Y VKDE EM I 7 20 

* *■ * * * * * * * * * * * ****** * * * * * *• ******** * * * ******** 



•k * * * * * * * * * * * * 



SEQ_18 4 ^NIIRSiVALGEKLDIPVVATGNVHYLNPEDKlYRKILIHSQGGANPLNRHELPDVYFRT 770 

G_kaustoph.ilus KNiIRSIVALGEKLDIPVVATGNVHYLNPEDKI YRKILIHSQGGAMPLNRKELPDVYFRT 780 

***************************************** ^ 

SEQ_184 TNEMLDC FS FLG P EKAKS I VVDNTQKI A.SL I GD VKP I KDB L YT P RI .EGADE E I RFMS YRR 8 '30 

G__kaust.ophx.lus TNEMLDCFS FLGPEKAKEI VVDNTQKI ASL I GDVKPI KDELYTPRI EGADEEI REMS YRR 84 0 



r ********* * * ****** * * * * * * * ****** * * * * * * * * * ****** *. * i 



f ****** * 



SEQ_184 AKEIYGDPLPKLVEERLEKELKSIIGHGFAVIYLISHKLVKKSLDDGYLVGSRGSVGSSF 8 90 

G^kaustophilus AKEI YGDPLPKLVEERLEKELKSI IGHGFAVIYLISHKLVKKSLDDGYLVGSRGSVGSSF 900 

****************************************** * ^. ^ * * 

SEQ 184 ^^^MTEITEVNPLPPHYVCPNCKHSEFFNDGSVGSGFDLPDKNCPRCGTKYKKDGHDTPF 950 

G^kaustopnilus VATMTEITEVNPLPPHYVCPNCKHSEFFNDGSVGSGFDLPDKNCPRCGTKYKKDGHOIPF 960 



r************* ***************** ****************** * 



* * * * * 



SEQ_184 E T FLG FKG D K V P D I D L N F S GE YQ P RAHN YTKVL FG E DN V Y RAGT I GT VAD KT A YG F VKA Y 1010 

G___kaustophilus ET FLG F KG DKV P D I DL N FSG E YQ PRAHN Y T KV L FG E DN V YRAG T I G T VADK T A YG FVKAY 1020 



SEQ__184 

G k a u s t oph i I u s 



SEQ_I8 4 

G_kaus tophi, lus 



AS DHNfLELRGAE 1 D-LAAGCTGVKRTTGQHPGG X 1 VVPDYME I YDFT PIQYPADDTSSEW 3 069 
ASDHNLELRGAEIDRLAAGCTGVKRTTGQHPGGIIVVPDYMEIYDFTPIQYPADDTSSEW 1080 

*************************************** * * 



************* * -J 



RTTH FDFKS I HDNLLKLDI LGHDDPTVTRMLQDLSG I DPKTI PTDDPDVMGI FSSTEPLG H 29 

RTTHFDFHSIHDNLLKLDILGHDDPTVIRMLQDLSGIDPKTIPTDDPDVMGIFSSTEPLG 114 0 
* ******************************* ***********^*****^ ********** 



SEQ JL84 

Gkaus tophi lus 



VT PEQI MCNVGT I G I PE FG TRFVRQMLEETRPKT FS E.LVQ I S GLSHGT D VWLGNAQEL 1 Q 1 18 9 
VTPEQ JMCNVGTIGI ?E FGTRFVRQMLEETRPKT FSELVQI SGLSHGTDVWLGIvPAQELIQ 1200 



SEQ_18 4 

G_ kaustophilus 



NGTCTLSEVIGCRDDIMVYLI YRGLE PSLAFKIMES VRKGKGLTPE FEAEMRKHDVPEWY 12*9 
NGTCTLSEVIGCRDDIMVYLIYRGLEPSLAFKIMESVRKGKGLTPEFEAEMRKHDVPEWY 1260 

fr ********* * ****************** * * * -* ****** * 



r * * * * * * * *********, 



SEQ_184 

G _kaustophiI us 



IDS CKKI K YMF P KAH AAA Y VLM A VR I AY FKVH H PLL Y Y AS Y FT VRAE D F D L DAM I KGS P A 1309 

I DSCKKl KYMFPKAHAAAYVLMAVRI AY FKVHH PLL YYAS YFTVRAEDFDLDAMI KGSAA 1320 
*********************** ******************^** ******* ^ 



- * * * * 



SEQ_18 4 

G kaustoohilus 



SEQ_184 

G_ k au st oph i 1 u s 



I RKR I EE I MAKG I QAT AKE KS LLT VLEVALEMCE RG FS FKM I DL YRSQAT E FVI DGNS L I 1369 
I RKRI EElNAKGI QATAKEKS LLTVLEVALEMCERGFSFKN IOLYRSQATE FVI DGNSL I 1380 

* * * * * * * * * * * * * ****** * ******** * * * * * * * * * * * * * * 



* * * ****** * * * * * * , 



PPFNAIPGLGTNVAQAI VRAREEGEFLSKEDLQQRGKLSKTLLEYLESRGCLDSLPDHNQ 2 4 2 9 
P P FNA I P GLG T N VAQA I VRAREEG E F'L S KS DLQQRG KL S KTL L E YL E S RGC L DSL P DH NQ 14 4 0 
*********************** ************************* ^ * * ^. + . A ^ + ^ 



SEQ 184 

G kaustophi 1 us 



